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Q1 S*trve any 8wo questioms out of three: (CIS rca-rks each)

a) Hxplaim the role of bioinfonroatics a&d- Artifieial nnieinigence ira n:odem
healttrcare systems.

col U

t*\ Explain the innportanoe of,sequemee analysis in hioimfoffire,ties. caz U

c)

i(}
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Q2 Solve amy two questions out of threc: (0S marks ca.eh)

a) tsxp.l.ain the applieations of Maehine {,eaming im genomies and personalized
cnedicine.

co4 U

b) Discuss the eoneept oflteXemedieine and telesulrgery cc5 U

e) Explain the role of moder:r oomputatioma{ tools in bioinfbnnatics
applications.
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{J

Q.3 Solve any two questions out of three" (10 r::_."ks ea*h)

a) Analyze the workflow of DNA sequenee ein:rlysis, ineiue{img preprocessing,
alignment techniques, and interpretation oi results.

\-\_lz /ri-i

b) Explain tho rolo of computer-assisted medical and patient education systems
in improving healthcare delivery.
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e) Design an Al-based dnug discovery or gemornics fra.mework *sing
bioinformaties techniques tc identifr biologlcan patterns and accelerate
research.

t\l
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Q.4 Solvo any two questions out ofthree. (10 marks eactr)

a) $nnlv AI techniques for infectious ciisease infonnsties enci outbreak
cleteetion to improve early warning systems using cla.ta-clriven mod*ls.
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Explaiu the role of eornputationar rnethods and algorithms in genomies
researele.
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h) Apply feature seneetiom techniques on pr*teor*ic and genomic data to
lmprove xnodel perlonnance.

ct]3 A

e7 Analyze computational methods t'br identifying neornologous sequences
ecross speeies wsing biological datahasesi, ntrilirunent techniques, and scoring
systems.
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